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Background

cytoTIL15 cells exhibit a distinct differential gene

Tumor-infiltrating and peripheral cytoTIL15 cells
demonstrate enhanced stem-like anti-tumor phenotype

REP and IL15 engineering expands MART-1-reactive TILS

expression profile from unengineered TIL

Digital spatial profiling workflow Single cell RNA sequencing (scRNAseq) workflow

cytoTIL15™ therapy is an IL2-independent, engineered TIL product which

. Frequency of MART1+ TILs In Vitro Reactivity Against PDX
allows pharmacological control of membrane-bound IL15 (mblL15). We have YA

Infiltrating and circulating cytoTIL15 cells produce potent effector cytokines
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limma, Seurat. All gene annotations were based on the GRCh38 reference genome and Ensembl 105 gene models.
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